lib 



ATGGCTCTGGGGCCCAACTGTGGCATCCTACTGTTTCTGGCTGTTTCTGGGTGTGGCCATCCCC 
AGGTTTCAAACTCGGGAAGTCGAATCGTGGGAGGGCATGCTGCCCCAGCAGGCACATGGCCGTG 
GCAGGCTAGCCTCCGTCTGCACAAGGTGCACGTGTGTGGAGGCTCCCTGCTCAGTCCAGAATGG 
GTGCTCACAGCAGCCCACTGCTTCTCTGGGTCTGTGAACTCGTCTGATTATCAGGTGCACTTGG 
GAGAGCTTACGGTCACACTGTCTCCCCACTTCTCCACTGTAAAACGGATCATCATGTACACTGG 
CTCTCCAGGACCACCGGGGTCCAGTGGGGACATTGCCCTGGTGCAGCTGTCCTCCCCGGTGGCC 
CTTTCCAGCCAGGTCCAGCCTGTGTGCCTCCCAGAGGCCTCAGCTGACTTCTACCCTGGGATGC 
AGTGCTGGGTGACTGGCTGGGGCTATACAGGGGAGGGAGAGCCTCTGAAGCCCCCATACAACCT 
TCAGGAGGCCAAAGTCTCTGTGGTGGATGTAAAGACCTGCAGCGAGGCTTACAATAGTCCCAAT 
GGCAGCCTCATCCAGCCAGACATGCTATGCGCCCGGGGCCCTGGGGATGCCTGCCAGGATGACT 
CTGGAGGGCCACTAGTCTGCCAGGTGGCTGGAACCTGGCAGCAGGCCGGCGTTGTCAGCTGGGG 
TGAGGGCTGTGGCCGCCCTGACCGCCCTGGCGTCTATGCCCGGGTTACTGCCTATGTAAACTGG 
ATCCACCACCACATCCCGGAAGCAGGGGGCTCAGGAATGCAAGGGCTTCCCTGGGCTCCTCTCC 
TGGCTGCCCTCTTCTGGCCAAGCCTCTTCCTGCTGCTGGTCTCTGGAGTCCTGATGGCCAAGTA 
CTGGCTGAGCTCTCCCTCCCACGCGGCCTCGGAACTCTGAATGAGGTGTAGCAACCAACCCAAG 
TGTCTTTCTTAAATAAGTTA6TGTTTATTCAGTTTGCTTTGCCCCTCCCCTCCCCTTAGCTTTG 
ACTTAGGAAGCCAAAGTTTTCTGCATCAGATTATTGCAACATTTAACCTGAATTTGTAGAACGG 
ATGACATAAAGCAAATGGATGTCAAAAAAAAAAA (SEQ ID N0:1) 



MALGPNC6ILLFLAVSGCGHPQVSNSGSRIVGGHAAPAGTWPWQ 
ASLRLHKVHVCGGSLLSPEWVLTAAHCFSGSVNSSDYQVHLGELTVTLSPHFSTVKRI 
IMYTGSPGPPGSSGDIALVQLSSPVALSSQVQPVCLPEASADFYPGMQCWVTGWGYTG 
EGEPLKPPYNLQEAKVSWDVKTCSQAYNSPNGSLIQPDMLCARGPGDACQDDSGGPL 
VCQVAGTWQQAGWSWGEGCGRPDRPGVYARVTAYVNWIHHHIPEAGGSGMQGLPWAP 
LLAALFWPSLFLLLVSGVLMAKYWLSSPSHAASEL (SEQ ID NO: 2) 



FIGURE 1 



Construct 



Gene: 372 Gl Number(s): 6103630 

Gene Family: Protease 

?^^f . . Serine Protease 

Subfamily: 

Gene Sequence: full-length cDNA, Mouse 

underlined = deleted in targeting construct 

[ ] = sequence flanking Neo insert in targeting construct 

ATGGCTCTGGGGCCCAACTGTGGC ATCCTACTGTTTCTGGCTGTTTCTG [ GGTGTGGCCA 
TCCCCAGGTTTCAAACTCGGGAAGTCGAATCGTGGGAGGGCATGCTGCCCCAGCAGGCAC 
ATGGCCGT^'^'"^^^'"^^^'"f"^'"^^^f"^^^ft^AAaGTGCACGTGT1 GTGGAGGCTCCCTGC 
TCAGTCCAGAATGGGTGCTCACAGCAGCCCACTGCTTCTCTGGGTCTGTGAACTCGTCTG 
ATTATCAGGTGCACTTGGGAGAGCTTACGGTCACACTGTCTCCCCACTT CCTCCACTGTA 
AAACGGATCATCATGTACACTGGCTCTCCAGGACCACCGGGGTCCAGTGGGGACATTGCC 
CTGGTGCAGCTGTCCTCCCCGGTGGCCCTTTCCAGCCAGGTCCAGCCTGTGTGCCTCCCA 
GAGGCCTCAGCTGACTTCTACCCTGGGATGCAGTGCTGGGTGACTGGCTGGGGCTATACA 
GGGGAGGGAGIAGCCTCTGAAGCCCCCATACAACCTTCAGGAGGCCAAAGTCTCTGTGGT 
GGATGTAAAGACCTGCAGCCAGGCTTACAATAGTCCCAATGGCAGCCTCATCCAGCCAGA 
CATGCTATGCGCCCGGGGCCCTGGGGATGCCTGCCAGGATGACTCTGGAGGGCCACTAGT 
CTGCCAGGTGGCTGGAACCTGGCAGCAGGCCGGCGTTGTCAGCTGGGGTGAGGGCTGTGG 
CCGCCCTGACCGCCCTGGCGTCTATGCCCGGGTTACTGCCTATGTAAACTGGATCCACCA 
CCACATCCCGGAAGCAGGGGGCTCAGGAATGCAAGGGCTTCCCTGGGCTCCTCTCCTGGC 
TGCCCTCTTCTGGCCAAGCCTCTTCCTGCTGCTGGTCTCTGGAGTCCTGATGGCCAAGTA 
CTGGCTGAGCTCTCCCTCCCACGCGGCCTCGGAACTCTGAATGAGGTGTAGCAACCAACC 
CAAGTGTCTTTCTTAAATAAGTTAGTGTTTATTCAGTTTGCTTTGCCCCTCCCCTCCCCT 
TAGCTTTGACTTAGGAAGCCAAAGTTTTCTGCATCAGATTATTGCAACATTTAACCTGAA 
TTTGTAGAACGGATGACATAAAGCAAATGGATGTCAAAAAAAAAAA {SEQ ID N0:1) 



Gene Sequence Structure sequence Deleted 287 bp 



Size of full-length 
cDNA: 1122 bp 




FIGURE 2A 



Targeting Vector* (genomic sequence) 

Construct Number: 1607 



Arm Length: 
5': 6 kb 
3': 0.7 kb 



5' arm 



LacZ-Neo 

Cassette 



V arm 




— — — - Taig^tmt factor 

— " Einido£?e^nous Lo€U5 

giNot drawn to scale 



5 » >GGAGTCATGGAGGGCTCCCAG 
AGAAAGGGCATTGAGCAGAATGCC 
GGTCTCCAGATTCCCTCACCAACA 
GTGTCTCCTCTGGATCAGGGTGTG 
GCCATCCCCAGGTTTCAAACTCGG 
GAAGTCGAATCGTGGGAGGGCATG 
CTGCCCCAGCAGGCACATGGCCGT 
GGCAGGCTAGCCTCCGTCTGCACA 
AGGTGACGTGTO' 
{SEQ ID NO: 3) 



5 • >CTCCACTGTAAAACGGATCAT 
CATGTACACTGGCTCTCCAGGACC 
ACCGGGGTCCAGTGGGGACATTGC 
CCTGGTGCAGCTGTCCTCCCCGGT 
GGCCCTTTCCAGCCAGGTCCAGCC 
TGTGTGCCTCCCAGAGGCCTCAGC 
TGACTTCTACCCTGGGATGCAGTG 
CTGGGTGACTGGCTGGGGCTATAC 
AGGGGAGGGAGO ' 
(SEQ ID N0:4) 



FIGURE 2B 



necropsy - thymus weight/body weight 




I 372, Female, F2, NO 



Q 372, Male, F2, NO 



WlUttype 



Heterozygote 



Homozygcyte 
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FIGURE 4 



